. Copy number changes in HNSCC cell lines identified by SNP array. Genome alteration print (GAP) of (A) AW8507, (B) AW13516, (C) NT8e AND (D) OT9 cell lines obtained by SNP array. First horizontal block represents B-allele frequency, second block represents absolute copy number, third block is log R ratio. Correlation of focal copy number with gene expression was 1.5 fold higher in AW8507, 5.2 fold higher in AW13516, 2.4 fold higher in NT8e and 1.6 fold higher in OT9 cell line compare to arm level copy number changes. P-value cut-off of 0.05 was used as threshold for statistical significance.* denotes P-value <0.05, ** <0.005, *** <0.0005. Figure S10 . NRBP1 expression in NIH-3 T3 cells. qPCR analysis of NRBP1 gene expression in NIH-3 T3 stably expressing wild and mutant. Data was normalized against GAPDH and fold change plotted. P value <0.0001 is denoted as ***.
